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metal-binding site, 374:633 

metal ion, 370:81 
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methotrexate, 369:31, 373:767, 374:27 

methylation, 370:867, 3 

methylation protection, 371:843 
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nitric oxide (NO), 369:429, 371:49, 371:1055, 
374:63, 376:e5, 376:537, 376:789 
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nuclear transport, 373:251 
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oestrogen receptor a, 372:83 
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okadaic acid, 373:505 
Olea europaea, 369:593 
oleic acid, 375:275 
olfaction, 371:573 
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oligomannoside structure, 376:687 
oligomeric structure, 369:469 
oligomerization, 370:881, 372:347 
oligomerization domain, 376:795 
oligopeptide, 372:137 
oligosaccharide, 375:131, 376:677 
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olive, 369:593 
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OmpF porin, 376:245 
oncogene, 372:897 
oncorhyncin III, 373:621 
oocyte maturation, 370:91 
4-opioid, 375:713 
opioid peptide, 375:17 
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orlistat, 369:173 
ornithine acetyltransferase, 372:279 
ornithine decarboxylase, 375:465 
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osteoarthritis, 376511 
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over-expression, 373:987 
overexpression, 369:55, 373:629 
oviduct, 374:551 
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oxidant stress, - 
oxidase, 372:687 
oxidation, 371:753 
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3-(1-oxo-hexadecyl)oxiranecarboxamide, 
373:91 
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Pak-interacting exchange factor, 372:: 

palmitoyl-acyl transferase, 373:91 

palmitoylation, 373:91 

palmitoyl-coenzyme A, 373:91 

pancreas, 370:763, 371:675, 374:51, 374:779 

pancreatic acinar cell, 369:441 

pancreatic differentiation, 371:831, 376:707 
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pancreatic islet B-cell, 375:1 

pancreatic secretory trypsin inhibitor, 372:227 
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paramagnetic NMR, 371:377 

paramagnetic shift, 370:489 

paraoxonase, 376:261 
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parasite, 371:663 
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Parkinson’s disease, 371:151, 373:25 
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pathogenesis-related protein, 373:261 
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pathogen receptor, 370:601 
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pectin degradation, 3 
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penicillin biosynthesis, 372:687 
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peptide cleavage, 372:263 
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peptide mass fingerprinting, 371:331 

peptide—membrane interaction, 374:71 

peptide metabolism, 370:567 

peptide N-glycosidase (PNGase), 371:867, 
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peptide screening, 375:221 

peptide substrate, 373:949 

peptide synthesis, 376:269 

peptidoglycan, 373:949 

peripheral blood mononuclear cell. 375:: 

peripheral membrane protein, 370:913 

periplasmic protein, 370:793 

permeability transition pore complex, 
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peroxiredoxin, 371:743 
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peroxisome, 370:223 
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phagocytosis, 371:233 
pharmacogenetics, 37 1:223 
PHA synthase, 376:15 
pH dependency, 376:473 
pH-dependent kinetics, 37 
phenolate formation, 371: 
phenol oxidase, 371:515 
phenylalanine hydroxylase, 369:509 
phenylalanine hydroxylation, 373:993 
phenylalanine residue, 373:539 
phenylarsine oxide—agarose, 371:495 
phenylephrine, 373:603 
phenylhydrazine, 375:613 
pheromone-binding protein, 369:39, 
PHEX substrate specificity, 373:27 
phorbol ester, 372:787, 373:835, 375 
phosphatase, 369:227, 371:15, 371:463, 373:641, 
374:453 
phosphatase and tensin homologue deleted on 
chromosome 10 (PTEN), 374:297 
phosphatase inhibitor, 373:393, 373:703 
phosphatase-specific inhibitor, 374:647 
phosphate acetyltransferase, 369:275 
phosphate binding, 372:679 
phosphatidic acid, 369:319 
phosphatidylcholine, 370:987, 372:811 
phosphatidylcholine biosynthesis, 374:747 
phosphatidylinositol kinase, 373:57, 376:497 
phosphatidylinositol 3-kinase (see 
phosphoinositide 3-kinase) 
phosphatidylinositol 3,4,5-trisphosphate 
3-phosphatase, 371:947 
phosphatidylserine, 375:673, 376:489 
phosphocholine, 369:89, 370:987 
phosphocreatine, 375:799 
phosphodiesterase, 370:429 
phosphodiesterase-5, 372:419 
phosphoenolpyruvate carboxykinase, 369: 17 
phosphoesterase, 372:625 
phosphoethanolamine, 369:89 
phosphofructo-2-kinase, 369:173 
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369:351. 369:363. 3 . 370:1063, 
371:721, 372:767, : 
374:137, 374:297, : 
376:577 
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phospholipid bilayer, 375:65 
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phosphomannose isomerase (PMI), 372:77 
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photocarcinogenesis, 369:341 
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Plasmodium falciparum, 374:559, 3 
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p38 mitogen-activated protein kinase, 37 
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pore-forming peptide, 375:73 

pore protein, 375:68 1 

porphyrin, 371:351 
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pregnancy, 371:39, 371:897 
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prenyltransferase, 370:679 
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prion protein, 373:485 
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prodomain peptide, 373:231 

product inhibition, 370:963 

profiling, 376:553 

progeroid syndrome, 374:577 

progesterone signalling, 369:227 


prolactin, 372:41 
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promoter analysis, 370:771, 372:851 

promoter construct, 369:341 

promoter regulation, 371:211 

promyelocytic cell, 370:315 
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proprotein convertase 5A (PC5A), 373:475 

prostaglandin D synthase, 374:239 

prostaglandin E,, 370:459 
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